TIMP PEPTIDE

MMP INHIBITOR

Endogenous Metalloproteinase
TIMP inhibitors

m We design a synthetic peptide based on the "drug discovery™
m TIMP-peptide has a matrix metalloproteinase inhibitor capability.
m Design based on the sequence of the

collagen substrate cleavage site.
m The most important structural
requirement of an MMP inhibitor
is a zinc binding group (ZBG)
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UVactivates these receptors

Increase synthesis Increase with ageing GF-R and increases IL synthesis

GF-R and sensitivity to iL in a programmed way. IL-R Ras /
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Raf i Mek The FR generated by UV
Mek GF-R, growth factor receptor &Aﬂ( <« activate it
IL-R, interleukine receptor .
&Aﬂ( PKe o, quinase protein ¢ Fo\i il/m/ UV causes an increase
Fos  Jun AP1 y NF-KB, transcription factors
L MAPk, proteins quinase activated by mitogens AP1 NF-KB
AP1 NF-KB IL, interleukins ADN
ADN DG, diglicerydes ARNm

PL-C, phospholipase C
FR, free radicals MMPs
MMPs



